Supplementary Figure 2: Flow cytometry plots showing the gating strategy.
(A) Representation of the isolated haematopoietic stem cell subpopulations. 
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Panels show the gene mutations with their MABs in primary CD34
+ bone marrow, HEC cells and LTC samples from each patient. MABs for HEC samples are the average between ≥1 mouse samples (where applicable). Three independent PCRs were performed to confirm/determine the MAB throughout the experiments. *-represents the significant changes in the MABs (t-test P <0.05). MAB-Mutant allele burden. HEC-Human engrafted cells. LTC-Long-term culture. BM-bone marrow. Mut-mutation.
Supplementary Figure 6:
In-vitro analysis of SF3B1 mutant patient CD34 + cells.
Mutational analysis performed on BFU-E and CFU-GM colonies derived from primary CD34 + patient cells from MDS1. 96 individual colonies were screened for JAK2 and SF3B1 mutations. SF3B1 mutations are seen equally in BFU-E and CFU-GM colonies. Fig. 5 ).
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